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Abstract: 
The research was carried out in the laboratories of the Atomic Energy Commission 
Molecular Biology and Biotechnology Department to identify the genetic diversity and genetic 
relatedness among four rootstocks and four grapevine cultivars (   L.). Using the 
ISSR technique. By applying 24 primers for this purpose. Results indicated that 18 primers 
proved their effectiveness in showing polymorphism among the genotypes examined and 
the primers gave 430 bands, 376 of them were polymorphic, with polymorphic percentage 
of 87.40 . The different primers revealed different levels of polymorphic percentage among 
the studied rootstocks and the cultivars. Primers (A42, A4) gave the highest polymorphic 
percentage (100%), while primer B5 gave the lowest polymorphic percentage (50%). The 
highest genetic similarity ( ) was between cultivars Black eanuni and Salty, while the 
lowest value ( ) was between rootstock Ru140 and cultivar Salty  Cluster analysis 
grouped rootstocks and cultivars in separate clusters. ISSR unique band was estimated 
(133 unique band; 104 positive and 29 negative), It was concluded that ISSR technique 
could be used efficiently to emphasize, identify, onsure and evaluate the genetic diversity 
of grapevines  

Keywords: Grape  L., genetic diversity, ISSR technique, Primers, genetic 
similarity. 
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code 
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Primer 
code

No

GTGTGTGTGTGTGTGT
CTC

UBC 850 CACACACACACARYA4 1

ACACACACACACACAC
CTT

UBC 855 CACACACACACARMA8 2

ACACACACACACACAC
CTGC

UBC 857 
C 

CACACACACACAKA26 3

ACACACACACACACAC
CTGG

UBC 857 
G 

AGCAGCAGCAGCRA30 4

ATGATGATGATGATGA
TGATG

UBC 864 AGCAGCAGCAGCMA38 5

AGAGAGAGAGAGAGA
GC

IG-09 AGCAGCAGCAGCKA41 6

AGAGAGAGAGAGAGA
GT

IG-10 AGCAGCAGCAGCSA42 7 

GAGAGAGAGAGAGAG
AC

IG-12 
CTCTCTCTCTCTCTCT
TG

B1 8

GAGAGAGAGAGAGAG
AA

IG-13 CACACACACACAGGB5 9

GAGGGTGGAGGATCTIG-3 GTGGTGGTGGCB7  
ACACACACACACACAC
T

UBC 825 
AGAGAGAGAGAGAGA
GT

C31  

ACACACACACACACAC
C

UBC 826 
GAGAGAGAGAGAGA
GACTT

UBC 
840 

: Statistical analysis  
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1 A4 26 20 77% 
2 A8 20 20 100% 
3 A26 23 23 100% 
4 A30 19 19 100% 
5 A38 19 19 100% 
6 A41 17 15 88% 
7 A42 26 24 92.30% 
8 B1 7 7 100% 
9 B5 10 5 50% 
10 B7 14 11 78.60% 
11 C31 20 17 85% 
12 UBC 840 17 16 94.10% 
13 UBC 850 23 21 91.30% 
14 UBC 855 22 15 68.20% 
15 UBC 857 C 5 4 80% 
16 UBC 857 G 23 23 100% 
17 UBC 864 18 16 88.90% 
18 IG-09 18 16 88.90% 
19 IG-10 15 12 80% 
20 IG-12 24 22 91.70% 
21 IG-13 17 14 82.40% 
22 IG-03 15 11 73.3 
23 UBC 825 10 9 90% 
24 UBC 826 22 17 77.30% 
  430 376 87.40% 
  17.9 15.7  
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Paulsen 1103Ru140Paulsen 

1103B41

 (PAV) ISSR
Jaccard

B41 BB Kober 5 RU 140 
Paulsen 
1103 

 

       1 Paulsen 1103

      1 0.51 Ru140
     1 0.6 0.56 BB Kober 5
    1 0.59 0.64 0.51 B41
   1 0.43 0.43 0.4 0.4  
  1 0.51 0.37 0.39 0.35 0.37  
 1 0.48 0.57 0.4 0.37 0.38 0.38  

1 0.67 0.42 0.51 0.37 0.36 0.34 0.4  
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A4 8 2 10 
A8 6 0 6 
A26 1 8 9 
A30 4 2 6 
A38 7 3 10 
A41 2 1 3 
A42 3 1 4 
B1 1 1 2 
B5 1 1 2 
B7 8 0 8 
C31 5 3 8 

UBC 840 7 0 7 
UBC 850 4 1 5 
UBC 855 6 0 6 

UBC 857 C 1 0 1 
UBC 857 G 4 2 6 
UBC 864 4 0 4 

IG-09 6 0 6 
IG-10 1 1 2 
IG-12 7 2 9 
IG-13 7 0 7 
IG-03 3 0 3 

UBC 825 4 0 4 
UBC 826 4 1 5 

104 29 133 
133  

 ISSR

 Ru140 0.34
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